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USE OF MOLECULAR MARKERS IN BEAN CROP IMPROVEMENT
Molecular markers are Specific fragments of DNA  that can be identified within the whole genome. In a genetic cross the characteristic of interest will stay linked with the 
molecular markers allowing for selection. Markers have the advantage of speeding up the selection process since analysis can be done at any developmental stage. Their 
neutrality also  makes them useful in genetic diversity studies and they allow the introgression of particularly difficult traits.
General steps in MAS
Following crosses between a variety with a desired trait (eg disease 
resistance) and one that lacks it
• DNA is extracted using an extraction buffer                      
• The slurry is centrifuged
• DNA pellet is precipitated
• DNA  pellet is washed and suspended in buffer
• The DNA solution is amplified(PCR)
• The amplicons are resolved on agarose gel
• The gel Is stained and visualized
• Positive samples are identified and advanced further
Markers in use
Evaluation of crosses involving RWR 2075 and USWK 6 using SW 13 Marker (L) and 
Roc 11 marker (R). Absence of a band for ROC 11 means presence of the bc-3 gene 
while for SW 13 it means absence of the I gene.Both genes condition resistance to 
Bean common Mosaic Necrosis virus(BCMNV).
Evaluation of combined crosses using the root rot marker pyaa 19(L) and the 
angular leaf spot marker 4709(R). Presence of a band shows presence of the 
desired gene while absence of a band shows absence of the gene
Screening of crosses involving GLP 585 and G2333 using the 
markers SBB14(L) which detects the Co-4 and SAB 3(R ) which 
detects the Co-5 gene. Both genes condition resistance to 
Anthracnose
